-1- 

SEQUENCE LISTING 

<110> Greene, John M. 

Fleischmann, Robert D. 
Ni, Jian 

<120> Human Tumor Necrosis Factor Receptor-Like Genes 

<130> 1488.0710005 

<140> 
<141> 

<160> 11 

<170> Patentin Ver. 2.0 

Q <210> 1 

<211> 1527 

|j| <212> DNA 

i=y <213> Homo sapiens 



^■J <220> 

Ij^ <221> sig_peptide 

Q <222> (46) . . (106) 



i3 <220> 

jj| <221> mat_peptide 

|4 <222> (109) . . (1248) 



Ci <220> 

Q <221> CDS 

<222> (46) . . (1248) 

<400> 1 

cgcccagccg ccgcctccaa gcccctgagg tttccgggga ccaca atg aac aag ttg 57 

Met Asn Lys Leu 
-20 

ctg tgc tgc gcg etc gtg ttt ctg gac ate tec att aag tgg ace ace 105 
Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie Lys Trp Thr Thr 
-15 -10 -5 

eag gaa aeg ttt cct cea aag tac ctt eat tat gac gaa gaa ace tet 153 
Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr Ser 
-11 5 10 15 

eat eag ctg ttg tgt gac aaa tgt cct cct ggt ace tac eta aaa caa 201 
His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr Tyr Leu Lys Gin 
20 25 30 



cac tgt aca gca aag tgg aag acc gtg tgc gee cct tgc cct gac eac 



249 




-2- 

His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro Cys Pro Asp His 

35 40 45 

tac tac aca gac age tgg cac acc agt gac gag tgt eta tae tge age 297 

Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys Leu Tyr Cys Ser 

50 55 60 

eee gtg tge aag gag etg cag tae gte aag cag gag tge aat ege acc , 345 

Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu Cys Asn Arg Thr 

65 70 75 

cac aae egc gtg tge gaa tge aag gaa ggg ege tac ctt gag ata gag 393 

His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr Leu Glu lie Glu 

80 85 90 95 

ttc tge ttg aaa cat agg age tge eet cct gga ttt gga gtg gtg eaa 441 

Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe Gly Val Val Gin 

i3 100 105 110 

4 

ij| get gga acc cca gag ega aat aca gtt tge aaa aga tgt eca gat ggg 489 

mi Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg Cys Pro Asp Gly 

iji 115 120 125 

ttc ttc tea aat gag aeg tea tet aaa gea ccc tgt aga aaa cac aca 537 

""'4 Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys Arg Lys His Thr 

130 135 140 

q 

aat tge agt gte ttt ggt etc etg eta act cag aaa gga aat gea aca 585 

1=4 Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys Gly Asn Ala Thr 

ijfi 145 150 155 

9 

=J cac gac aae ata tgt tee gga aac agt gaa tea act eaa aaa tgt gga 633 

His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr Gin Lys Cys Gly 

160 165 170 175 

ata gat gtt acc etg tgt gag gag gea ttc ttc agg ttt get gtt cct 681 

lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg Phe Ala Val Pro 

180 185 190 

aca aag ttt aeg cct aac tgg ctt agt gte ttg gta gac aat ttg eet 729 

Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val Asp Asn Leu Pro 

195 200 205 

gge aee aaa gta aac gea gag agt gta gag agg ata aaa egg eaa cae 777 

Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie Lys Arg Gin His 

210 215 220 

age tea eaa gaa cag act ttc cag etg etg aag tta tgg aaa cat eaa 825 

Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin 

225 230 235 

aac aaa gae eaa gat ata gte aag aag ate ate eaa gat att gac etc 873 



Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin Asp lie Asp Leu 
240 245 250 255 

tgt gaa aac age gtg cag egg cac att gga cat get aae etc ace tte 921 
Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala Asn Leu Thr Phe 
260 265 270 

gag cag ctt egt age ttg atg gaa age tta ecg gga aag aaa gtg gga 969 
Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly Lys Lys Val Gly 
275 280 285 

gca gaa gac att gaa aaa aca ata aag gea tgc aaa eec agt gae cag 1017 
Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys Pro Ser Asp Gin 
290 295 300 

ate ctg aag ctg etc agt ttg tgg ega ata aaa aat ggc gac caa gae 1065 
lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn Gly Asp Gin Asp 
305 310 315 

IJlj acc ttg aag gge eta atg cac gca eta aag cac tea aag aeg tac cae 1113 

Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser Lys Thr Tyr His 
ijl 320 325 330 335 

ttt ccc aaa act gtc act cag agt eta aag aag acc ate agg tte ctt 1161 
Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr lie Arg Phe Leu 
' 340 345 350 

Ul cac age tte aca atg tac aaa ttg tat cag aag tta ttt tta gaa atg 1209 

1=4 His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu Phe Leu Glu Met 

iJJl 355 360 365 

Q ata ggt aae cag gtc caa tea gta aaa ata age tgc tta taaetggaaa 1258 

lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys Leu 

370 375 380 

tggeeattga gctgtttcet eacaattgge gagateeeat ggatgagtaa aetgtttctc 1318 

aggcacttga ggetttcagt gatatctttc tcattaccag tgactaattt tgccacaggg 1378 

taetaaaaga aactatgatg tggagaaagg actaacatct cctecaataa accceaaatg 1438 

gttaatccaa etgteagate tggategtta tetactgact atattttcec ttattaetgc 14 98 

ttgcagtaat tcaactggaa aaaaaaaaa 1527 



<210> 2 
<211> 401 
<212> PRT 

<213> Homo sapiens 



<400> 2 



ill! 



Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
-20 -15 -10 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
-5 -11 5 10 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
15 20 25 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
30 35 40 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
45 50 55 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
60 65 70 75 



Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
80 85 90 



Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
95 100 105 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
110 115 120 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
125 130 135 



Q Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 

Q 140 145 150 155 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
160 165 170 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
175 180 185 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
190 195 200 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
205 210 215 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
220 225 230 235 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
240 245 250 



Asp He Asp Leu Cys Glu Asn Ser Val Gin Arg His He Gly His Ala 



255 



260 



265 



Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
270 275 280 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
285 290 295 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
300 305 310 315 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
320 325 330 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
335 340 345 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
350 355 360 

Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
365 370 375 



Leu 
380 



<210> 3 
<211> 1188 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> sig__peptide 
<222> (1) . . (61) 

<220> 

<221> mat_peptide 
<222> (64) . . (1185) 

<220> 

<221> CDS 

<222> (1) . . (1185) 

<400> 3 

atg aac aag ttg ctg tgc tgc gcg etc gtg ttt ctg gac ate tee att 
Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
-20 -15 -10 



aag tgg acc acc cag gaa acg ttt cot eea aag tac ett eat tat gae 
Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
-5 -11 5 10 



gaa gaa acc tct cat cag ctg ttg tgt gac aaa tgt cct cct ggt acc 14 4 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 

15 20 25 

tac eta aaa caa cac tgt aca gca aag tgg aag acc gtg tgc gcc cct 192 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 

30 35 40 

tgc cct gac cac tac tac aca gac age tgg cac acc agt gac gag tgt 240 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 

45 50 55 

eta tac tgc age ecc gtg tgc aag gag ctg cag tac gtc aag cag gag 288 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 

60 65 70 75 

tgc aat cgc acc cac aac cgc gtg tgc gaa tgc aag gaa ggg cgc tac 336 

iXg Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 

lj| 80 85 90 

ilji 

ilH ett gag ata gag ttc tgc ttg aaa eat agg age tgc cct cct gga ttt 384 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 

y 95 100 105 



15 gg^ gtg gtg caa get gga acc eca gag cga aat aca gtt tgc aaa aga 432 

i3 Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 

\4 110 115 120 

IJIl tgt eca gat ggg ttc ttc tea aat gag aeg tea tct aaa gca ecc tgt 480 

Q Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 

d 125 130 135 

aga aaa cac aca aat tgc agt gtc ttt ggt etc ctg eta act cag aaa 528 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 

140 145 150 155 

gga aat gca aca cac gac aac ata tgt tec gga aac agt gaa tea act 576 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 

160 165 170 

caa aaa tgt gga ata gat gtt ace ctg tgt gag gag gca ttc ttc agg 624 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 

175 180 185 

ttt get gtt cct aca aag ttt aeg cct aac tgg ett agt gtc ttg gta 672 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 

190 195 200 

gac aat ttg cct gge acc aaa gta aac gca gag agt gta gag agg ata 720 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 

205 210 215 



* « 



-7- 



aaa egg caa cac age tea caa gaa eag act ttc cag ctg ctg aag tta 768 
Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
220 225 230 235 

tgg aaa cat caa aae aaa gac caa gat ata gtc aag aag ate ate caa 816 
Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
240 245 250 



gat att gac etc tgt gaa aac age gtg cag egg cac att gga cat get 
Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
255 260 265 



864 



aae etc ace ttc gag cag ctt cgt age ttg atg gaa age tta ccg gga 912 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 

270 275 280 

«ti aag aaa gtg gga gca gaa gac att gaa aaa aca ata aag gca tge aaa 960 

^ Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 

285 290 295 



ill cec agt gac cag ate ctg aag ctg etc agt ttg tgg ega ata aaa aat 1008 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 

iiji 300 305 310 315 

=5 ggc gac caa gac ace ttg aag gge eta atg cac gca eta aag eae tea 1056 

Q Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 

y 320 325 330 

aag acg tac cac ttt ccc aaa act gtc act eag agt eta aag aag ace 1104 

Q Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 

g 335 340 345 

ate agg ttc ctt cac age ttc aca atg tac aaa ttg tat cag aag tta 1152 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 

350 355 360 

ttt tta gaa atg ata ggt aat eta gaa aag ate taa 1188 

Phe Leu Glu Met lie Gly Asn Leu Glu Lys lie 

365 370 



<210> 4 
<211> 395 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
-20 -15 -10 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 



-8- 

-5 -11 5 10 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
15 20 25 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
30 35 40 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
45 50 55 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
60 65 70 75 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
80 85 90 

0 Leu Glu He Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 

i£i 95 100 105 

(A 

111} Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 

ni 110 115 120 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 

H 125 130 135 

Q Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 

y 140 145 150 155 

iJll Gly Asn Ala Thr His Asp Asn He Cys Ser Gly Asn Ser Glu Ser Thr 

Q 160 165 170 

q 

Gin Lys Cys Gly He Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
175 180 185 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
190 195 200 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg He 
205 210 215 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
220 225 230 235 

Trp Lys His Gin Asn Lys Asp Gin Asp He Val Lys Lys He He Gin 
240 245 250 

Asp He Asp Leu Cys Glu Asn Ser Val Gin Arg His He Gly His Ala 
255 260 265 



Asn Leu Thr 
270 



Phe Glu Gin Leu Arg Ser 
275 



Leu Met Glu Ser Leu Pro Gly 
280 



Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
285 290 295 



Pro Ser Asp Gin 
300 

Gly Asp Gin Asp 



Lys Thr Tyr His 
335 

lie Arg Phe Leu 
350 

Phe Leu Glu Met 

365 



lie Leu Lys Leu 
305 

Thr Leu Lys Gly 
320 

Phe Pro Lys Thr 



His Ser Phe Thr 
355 

lie Gly Asn Leu 
370 



Leu Ser Leu Trp 
310 

Leu Met His Ala 
325 

Val Thr Gin Ser 
340 

Met Tyr Lys Leu 



Glu Lys lie 



Arg lie Lys Asn 
315 

Leu Lys His Ser 
330 

Leu Lys Lys Thr 
345 

Tyr Gin Lys Leu 
360 



<210> 5 
<211> 461 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Ala Pro Val Ala Val Trp Ala Ala Leu Ala Val Gly Leu Glu Leu 
15 10 15 

Trp Ala Ala Ala His Ala Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr 
20 25 30 

Ala Pro Glu Pro Gly Ser Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin 
35 40 45 

Thr Ala Gin Met Cys Cys Ser Lys Cys Ser Pro Gly Gin His Ala Lys 
50 55 60 

Val Phe Cys Thr Lys Thr Ser Asp Thr Val Cys Asp Ser Cys Glu Asp 
65 70 75 80 

Ser Thr Tyr Thr Gin Leu Trp Asn Trp Val Pro Glu Cys Leu Ser Cys 
85 90 95 

Gly Ser Arg Cys Ser Ser Asp Gin Val Glu Thr Gin Ala Cys Thr Arg 
100 105 110 

Glu Gin Asn Arg lie Cys Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu 
115 120 125 



Ser Lys Gin Glu Gly Cys Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg 
130 135 140 



-10- 



Pro Gly Phe Gly Val Ala Arg Pro Gly Thr Glu Thr Ser Asp Val Val 
145 150 155 160 

Cys Lys Pro Cys Ala Pro Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr 
165 170 175 

Asp lie Cys Arg Pro His Gin lie Cys Asn Val Val Ala lie Pro Gly 
180 185 190 

Asn Ala Ser Met Asp Ala Val Cys Thr Ser Thr Ser Pro Thr Arg Ser 
195 200 205 

Met Ala Pro Gly Ala Val His Leu Pro Gin Pro Val Ser Thr Arg Ser 
210 215 220 

Gin His Thr Gin Pro Thr Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser 
225 230 235 240 

Phe Leu Leu Pro Met Gly Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly 
245 250 255 

Asp Phe Ala Leu Pro Val Gly Leu lie Val Gly Val Thr Ala Leu Gly 
260 265 270 

Leu Leu lie lie Gly Val Val Asn Cys Val lie Met Thr Gin Val Lys 
275 280 285 

Lys Lys Pro Leu Cys Leu Gin Arg Glu Ala Lys Val Pro His Leu Pro 
290 295 300 

Ala Asp Lys Ala Arg Gly Thr Gin Gly Pro Glu Gin Gin His Leu Leu 
305 310 315 320 

lie Thr Ala Pro Ser Ser Ser Ser Ser Ser Leu Glu Ser Ser Ala Ser 
325 330 335 

Ala Leu Asp Arg Arg Ala Pro Thr Arg Asn Gin Pro Gin Ala Pro Gly 
340 345 350 

Val Glu Ala Ser Gly Ala Gly Glu Ala Arg Ala Ser Thr Gly Ser Ser 
355 360 365 

Asp Ser Ser Pro Gly Gly His Gly Thr Gin Val Asn Val Thr Cys lie 
370 375 380 

Val Asn Val Cys Ser Ser Ser Asp His Ser Ser Gin Cys Ser Ser Gin 
385 390 395 400 



Ala Ser Ser Thr Met Gly Asp Thr Asp Ser Ser Pro Ser Glu Ser Pro 
405 410 415 



-11- 

Lys Asp Glu Gin Val Pro Phe Ser Lys Glu Glu Cys Ala Phe Arg Ser 
420 425 430 

Gin Leu Glu Thr Pro Glu Thr Leu Leu Gly Ser Thr Glu Glu Lys Pro 
435 440 445 

Leu Pro Leu Gly Val Pro Asp Ala Gly Met Lys Pro Ser 
450 455 460 



<210> 6 
<211> 33 
<212> DNA 

<213> Homo sapiens 
<400> 6 

gccagaggat ccgaaacgtt tcctccaaag tac 33 



\R <210> 7 



<211> 33 
<212> DNA 

<213> Homo sapiens 



<400> 7 



cggcttctag aattacctat catttctaaa aat 33 



H <210> 8 

iJI <211> 32 

O <212> DNA 

;3 <213> Homo sapiens 

<400> 8 

cgcggatccg ccatcatgaa caagttgctg tg 32 



<210> 9 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 9 

cgcggtaccc aattgtgagg aaacag 26 



<210> 10 

<211> 31 

<212> DNA 

<213> Homo sapiens 



<400> 10 



♦ 



-12- 

gcgcggatcc atgaacaagt tgctgtgctg c 



<210> 11 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gcgctctaga ttacctatca tttctaaaaa taac 



m 

w 




